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This can feed back into the cycle
to make a longer fatty acid
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Biosynthesis of isopentenyl-diphosphate (IPP) and Dimethylallyl-diphosphate (DMAPP)

A
S—CoA
o O (o] 0]
i BN Acetyl-CoA HO,
2X S—CoA S—CoA HO S—CoA
Acetyl-CoA Acetoacetyl-CoA B-hydroxy-B-methylglutaryl-CoA
(HMG-CoA)
NADPH
NADP*
2 X ADP 2 X ATP NADP+ NADPH
HO OPP HO OH HO H
Mevalonic-5-diphosphate Mevalonic acid Mevaldic acid
ATP +CO,
A\AOPP — )\/\OPP
Isopentenyl-diphosphate Dimethylallyl-diphosphate

(IPP) (DMAPP)



Stereochemistry of A,B,C and D rings of Steroids

Altrans A/B cis A/B cis, C/D cis
AS-unsaturation AS7_unsaturation 4-unsaturation

D TN

A ring aromatic



